To determine the amplification efficiency, standard curves via plotting the logarithmic amount of serially diluted cDNA input against the corresponding Ct values was exploited. The efficiency (E) of RT-qPCR was calculated according to the slope of the standard curve and the following equation: E = 10 [-1/slope] . All slopes were approximately equal with high linear correlation.
Supplementary Figure 1: RT-qPCR efficiencies.
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